GENETICS & HEREDITY
R 5

ER | OHAR MR BB B L SR L eEW i sdewl hE

| 7 WIS & LK | EE R | BT AKX | ROl | oA | 51508 | SISl | ROoE |

1 INAT REV GENET gL FE L 12 | 514 1 QI 0 48 0.0 186.0 0.041
2 INAT GENET FH WiE 4 12 4 255 1 QI 246 28 77.2 109.3 0.200
3 {TRENDS ECOL EVOL kg4 WE L1201 179 1 QI 38 46 84.6 93.4 0.083
4  IGENES DIS HECRKE | SEE 6 146 i Ql 128 81 53.9 157.6 0.864
5 iTRENDS GENET iz ¥iE D12 1129 1 Ql 1 71 125.0 107.4 0.167
6 {MOL THER EE HiE L 12 1 114 1 QI 293 76 61.2 162.3 0.282
7 ICANCER GENET-NY EH il 6 110 | QI 111 5 37.3 99.2 0.278
8 IGENOME MED YK = il 1 108 | QI 149 7 72.8 171.3 0.226
9 {HORTIC RES-ENGLAND Rk ] BE 1 9.5 Ql 318 3 74.1 106.3 0.827
10 !GENOME BIOL P = HiE 1 92 | QI 414 11 80.1 141.8 0.282
11 !{ONCOGENE JA =4 g L 50 9.1 Q1 279 37 54.6 133.6 0.571
12 !ANNU REV GENET EZ YeiE 1 9.1 Q1 0 20 0.0 155.6 0.048
13 |CELL GENOM EE HEYE 1 84 | Q1 126 3 85.8 91.3 —
14 {ANNU REV GENOM HUM G K H JEif 1 8.3 Q1 1 20 113.0 127.3 —
15 ] GENET GENOMICS PR CRE T oBE D12 79 1 Ql 86 34 68.6 181.9 0.962
16 !AMJHUM GENET B BE D12 77 1 Q1 171 20 63.6 68.5 0.062
17 IGENE DEV = EH WEiE 1 24 74 1 Ql 56 32 78.4 138.3 0.015
18 iGENOM PROTEOM BIOINF Rk T BE 6 72 1 Ql 74 7 59.4 163.1 0.897
19 !GENETICS S FE D12 6.5 Ql 250 12 68.7 177.0 0.026
20 MUTAT RES-REV MUTAT iz i 4 6.5 Ql 17 20 131.4 116.8 0.246
21 iMOL BIOL EVOL EH HE D12 6.4 Ql 313 4 84.6 114.5 0.183
22 i{CANCER GENE THER P = WHE 12 6.4 Ql 96 23 51.6 126.2 0.560
23 IGENOME RES B3| WEE 112 6.3 Ql 203 4 71.0 152.5 0.138
24 !GENET MED E3E| HiE 12 6.2 Q1 159 12 43.6 61.3 0.013
25 {ENVIRON MICROBIOME s 2L Yeif 1 62 | Q1 179 2 86.1 145.0 0.217
26 {CIRC-GENOM PRECIS ME K H HiF 6 6.1 Q1 47 6 56.4 107.8 0.022
27 !GENE THER kg 2L BE 112 59 | Ql 56 8 49.6 111.5 0.133
28 {FRONT GENOME EDIT i+ HiE 1 59 1 Ql 28 19 46.5 152.3 —
29 MOL DIAGN THER Brvis EiE 6 58 1 QI 29 28 39.6 119.0 0.092
30 IMOL AUTISM Y= HEiE 1 57 1 Q1 61 1 76.0 106.0 0.096
31 ICLIN EPIGENETICS gL Yeif 1 57 1 Ql 198 29 53.2 151.3 0.385
32 {MITOCHONDRION YK = il 6 5.7 Ql 52 12 50.0 137.7 0.215
33 {PHENOMICS Rk ] BE 6 55 Ql 43 7 42.4 121.9 —
34 {BIOL SEX DIFFER P = HiE 1 5.3 Ql 104 20 70.0 139.0 0.143
35 INPJ GENOM MED D YEiE 1 53 Ql 79 4 57.9 164.5 0.066
36 i MOL MED 1 ] g 112 50 | QI 79 32 46.5 137.2 0.438
37 {EPIGENETICS INSIGHTS gL YEiE 1 48 1 QI 8 8 66.5 76.1 —
38 {EUR JHUM GENET YK = WE D12 4.6 Ql 168 21 353 68.2 0.021
39 {HUM GENE THER EH WE L 12 46 | Ql 62 18 45.4 112.7 0.187
40 {MICROB GENOMICS Pt = WHE 12 4.5 Ql 246 3 65.6 98.3 0.095
41 IGENET SEL EVOL VL E Zigs 1 4.4 Q1 75 1 63.0 188.0 0.145
42 {EPIGENET CHROMATIN Y= HEiE 1 44 | Ql 66 20 64.7 152.3 0.216
43 IPLANT GENOME-US e s 4 43 Q1 173 9 712 214.6 0.176
44 {ENVIRON EPIGENETICS YK = g 1 43 Q1 30 2 70.8 147.5 —
45 !CURR OPIN GENET DEV EH HEYE 6 4.3 Ql 29 43 71.0 68.0 0.081
46 i{MOBILE DNA-UK P = HiE 1 4.2 Ql 45 6 65.3 167.7 0.052
47 IGENES IMMUN Hfg i 8 42 Q1 48 6 53.7 126.5 0.618
48 iNON-CODING RNA B4 YeiE 6 42 1 Ql 41 37 60.8 137.5 —
49 {THEOR APPL GENET 7 [ FIE D12 4.1 Q2 289 27 65.1 146.6 0.575
50 {HUM GENOMICS YK = il 1 4.1 Q2 151 18 49.0 130.6 0.426
51 !CURR GENE THER R BB PG HiE 6 4.1 Q2 22 42 67.1 145.1 0.337
52 {EPIGENOMES it HiE 4 4.1 Q2 28 25 63.4 127.1 —
53 IMOL PHYLOGENET EVOL BE WE 12 40 | Q2 142 2 93.7 166.0 0.276
54 {FUNCT INTEGR GENOMIC i ] ey 4 40 1 Q2 200 66 55.7 178.6 0.608
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i 55 IMOL GENET METAB % YiE L 12 ] 40 | Q2 149 12 478 56.8 0.028 |
56 ICURR GENOMICS B IR I 8 40 1 Q2 10 9 59.8 91.6 0.452
57 {PLOS GENET K H W ] O12 39 1 Q2 392 1 76.0 132.0 0.098
58 {BMC GENOMICS upg 2L i 1 39 1 Q2 1227 4 67.7 123.8 0.587
59 {J INHERIT METAB DIS fa ] HE 6 38 1 Q2 87 36 479 116.1 0.013
60 {EPIGENETICS-US EE| Wi 112 3.7 Q2 51 15 66.7 121.7 0.323
61 {FORENSIC SCI INT-GEN FIR= YEif 6 36 1 Q2 130 1 49.6 71.0 0.262
62 {CRISPRJ B EiE 6 36 1 Q2 31 3 41.6 57.7 0.162
63 MOL BREEDING = i 1 36 1 Q2 81 10 48.9 126.4 0.707
64 GENOMICS EH HiiE 6 3.6 Q2 188 3 60.6 88.7 0.796
65 IORPHANET J RARE DIS P = HiE 1 3.6 Q2 538 92 37.6 84.4 0.295
66 {INT ] NEONAT SCREEN it HEYE 4 35 1 Q2 91 9 30.9 70.8 —
67 i MED GENET g2 g P12 34 1 Q2 108 4 34,7 67.0 0.189
68 !GENET EPIDEMIOL EH Yeif 8 34 1 Q2 29 0 43.0 0.0 0.070
69 {HUM GENET K H W 12 34 1 Q2 62 10 53.9 93.5 0.311
70 IGENOME BIOL EVOL upg 2L BE D12 33 1 Q2 219 16 71.3 125.2 0.074
71 INEUROL-GENET K HEE 6 33 1 Q2 55 12 36.0 53.2 0.047
72 IDNA REPAIR i BE D12 32 1 Q2 93 0 114.9 0.0 0.123
73 BRIEF FUNCT GENOMICS g2 HLiE 6 32 1 Q2 8 15 53.5 71.9 0.480
74 {MUTAGENESIS gL Yeif 6 3.1 Q2 17 6 56.3 98.0 0.039
75 {HUM GENET GENOM ADV K H JEif 1 3.1 Q2 131 2 50.9 130.0 —
76 {PRENATAL DIAG kg 24 YE 113 3.1 Q2 153 24 31.0 64.1 0.147
77 {HUM MOL GENET P = WHE L 26 3.1 Q2 163 19 53.6 106.9 0.208
78 {GENES-BASEL 4 BE D12 3.1 Q2 1248 305 51.2 114.0 0.348
79 {EPIGENOMICS-UK g2 WEiE | 24 3.1 Q2 62 58 62.7 133.6 0.264
80 {EVOLUTION % H FIE D12 30 1 Q2 206 9 85.4 103.2 0.016
81 {NAR GENOM BIOINFORM YK = g 4 3.0 Q2 199 2 54.0 59.0 —
82 {FUNGAL GENET BIOL EH WE D12 30 § Q2 57 0 71.3 0.0 0.225
83 {FRONT GENET i+ LI 1 30 § Q2 795 84 453 102.7 0.622
84 1] GENE MED Hg FPE D12 30 1 Q2 48 13 47.8 119.3 0.720
85 {COMP BIOCHEM PHYS D EXE Yoy 4 29 1 Q2 279 1 66.3 193.0 0.834
86 1J ASSIST REPROD GEN S FPE D12 28 1 Q2 327 50 40.7 87.2 0.350
87 IDNA RES HA HiF 6 2.8 Q2 35 2 74.4 89.5 0.329
88 {PHARMACOGENOMICS J e iR 6 2.8 Q2 24 9 41.7 49.0 0.130
89 IGENES NUTR X H EiE 1 28 1 Q2 24 6 52.8 143.0 0.250
90 {MUTAT RES-GEN TOX EN Vi WEE D12 28 1 Q2 43 1 55.0 41.0 0.066
91 {GENESIS % H BE D12 28 1 Q2 19 5 36.1 124.8 0.277
92 {BMC ECOL EVOL gL YEiE 1 27 1 Q2 143 2 77.1 194.0 0.193
93 !GENE 2% WiE | 48 27 1 Q2 391 79 50.8 116.2 0.609
94 {ENVIRON MOL MUTAGEN e iR 9 2.7 Q2 32 9 59.5 101.6 0.012
95 |CELL REPROGRAM K HiiE 6 27 1 Q2 8 6 47.1 83.0 0.258
96 {HEREDITY Hg WE D12 26 1 Q2 70 5 80.7 121.0 0.042
97 {CANCER GENOM PROTEOM 7T HoiE 6 26 1 Q2 71 6 435 180.0 0.044
98 {BMC MED GENOMICS gL YEifE 1 26 1 Q2 210 8 435 76.9 0.612
99 {HEREDITAS YK = il 1 2.6 Q2 246 5 473 73.0 0.941
100 {CHROMOSOME RES (= i 4 26 1 Q2 19 10 62.6 134.2 0.125
101 {MAMM GENOME K BE D12 26 1 Q2 68 17 64.0 129.4 0.336
102 DNA CELL BIOL EE| WHE 12 2.6 Q2 36 24 41.4 96.0 0.598
103 {BMC GENOMIC DATA g2 HLiE 1 2.5 Q3 110 0 36.1 0.0 0.396
104 {PHYSIOL GENOMICS £ WIE D12 25 1 Q3 51 3 60.6 163.3 0.131
105 {AM J MED GENET C *H HE 4 25 1 Q3 16 13 26.1 77.6 0.035
106 {CHROMOSOMA i ] HriE 4 25 1 Q3 7 2 79.0 181.5 0.100
107 {BEHAV GENET K HEE 6 24 1 Q3 27 2 62.9 45.5 0.034
108 {G3-GENES GENOM GENET £ WE D12 24 1 Q3 296 0 66.1 0.0 0.039
109 {EVOL DEV e HE 4 24 1 Q3 27 0 73.5 0.0 0.043
110 {CONSERV GENET faf 2% s 6 2.4 Q3 75 1 81.9 86.0 0.021
111 {MUTAT RES-FUND MOL M P WiE D12 24 1 Q3 28 0 42.1 0.0 0.537
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112 {APPL CLIN GENET = Yk 1 2.4 Q3 24 1 333 131.0 —
113 {BIOTECHNOL GENET ENG HR s 2 2.4 Q3 0 0 0.0 0.0 —
114 GENE CHROMOSOME CANC 5[ HiE L 12 2.3 Q3 67 3 33.6 24.0 0.102
115 {PLASMID EH HiiE 6 2.3 Q3 11 0 63.5 0.0 —
116 {J EVOLUTION BIOL P = WHE 12 2.3 Q3 129 5 78.0 169.4 0.007
117 {J HUM GENET Has WE D12 23 Q3 95 25 30.4 71.0 0.201
118 {PLANT GENE fif 2% HEiE 4 23 Q3 73 1 67.8 114.0 —
119 {LIFESTYLE GENOM B HiE 1 23 Q3 12 1 36.4 124.0 —
120 {J HERED K H HEiE 7 22 1 Q3 95 3 72.4 150.7 0.087
121 {ANIM GENET kg 2L Yeif 6 22 1 Q3 62 5 44.1 90.2 0.331
122 {MOL GENET GENOMICS fa ] EiE 6 22 1 Q3 101 14 55.0 113.4 0.443
123 {PUBLIC HEALTH GENOM 4 HiE 1 22 1 Q3 18 3 46.2 66.0 0.077
124 {EUR J MED GENET iz YEiE 4 22 1 Q3 64 8 25.8 50.3 0.103
125 ITREE GENET GENOMES s ] HiE 1 2.1 Q3 37 2 62.6 141.5 0.216
126 CLIN GENET P& HiE D12 2.1 Q3 191 14 23.5 74.7 0.155
127 {IMMUNOGENETICS i ] ¥iE 10 2.1 Q3 23 2 56.2 82.0 0.148
128 iJ APPL GENET W= g 4 2.1 Q3 88 15 50.1 90.9 0.197
129 {FAM CANCER far 2 i 4 2.1 Q3 51 21 25.9 86.9 0.014
130 {GLOB MED GENET HhE KRR | wE 4 2.1 Q3 41 4 47.6 79.8 —
131 {EVOL ECOL faf 2% g 6 2.0 Q3 31 5 74.2 52.4 0.085
132 {VIRUS GENES *H HEiE 6 20 | Q3 70 5 39.1 68.6 0.288
133 i MOL EVOL i ] HriE 9 20 1 Q3 46 11 62.5 124.5 0.079
134 {GENES ENVIRON HAx EiE 1 20 + Q3 21 7 33.6 108.9 0.094
135 INT J GENOMICS EE| Heif 1 20 | Q3 81 6 473 129.7 0.769
136 {GENETICA fif 2% ZiESE 6 20 1 Q3 29 1 62.3 56.0 0.385
137 IOMICS e FIE D12 20 1 Q3 46 9 62.2 92.9 0.064
138 {GENES GENOM i [ HEiE 6 20 ¢ Q3 98 8 45.0 116.1 0.374
139 {CYTOGENET GENOME RES B+ FiE D12 20 1 Q3 41 8 44.2 114.3 0.106
140 {J GENET COUNS X H HiE 6 19 | Q3 161 5 40.0 84.6 —
141 {GENET RES g 2 HEYE 1 19 | Q3 24 1 40.8 43.0 0.690
142 iCURR GENET % [ YEIE 4 19 + Q3 24 5 55.5 140.6 0.106
143 {BIOCHEM GENET e EiE 6 19 + Q3 268 13 46.9 125.0 0.597
144 !GENOME mER 1ZEE 1 1.9 + Q3 52 4 61.2 191.5 0.109
145 {RARE DIS ORPH DRUG J EH HEYE 4 19 + Q3 15 18 37.9 84.8 —
146 {HUM MUTAT X H EiE 1 1.8 | Q4 90 4 44.7 94.3 0.561
147 {MOL GENET METAB REP iz BEiE 4 18 1 Q4 89 5 29.8 36.2 0.112
148 {J COMMUN GENET 1 ] HoiE 4 18 1 Q4 73 9 38.3 57.7 —
149 {AM J MED GENET A 2 E WE L O12 17 | Q4 321 9 27.7 51.4 0.033
150 {GENET MOL BIOL o] ZiEET 4 17 1 Q4 30 1 62.5 100.0 0.167
151 {JIMD REP kgL Yeif 6 1.6 1 Q4 63 1 27.4 12.0 —
152 i{NEUROGENETICS fa ] HiiE 4 1.6 | Q4 59 13 33.8 110.8 0.136
153 {PHARMACOGENET GENOM 2 E HiiE 9 1.6 | Q4 24 1 325 28.0 0.258
154 i{MOL GENET GENOM MED EXE YeyE LO12 16 1 Q4 117 5 28.7 34.8 0.502
155 {CRIT REV EUKAR GENE 2 E HiiE 3 1.5 Q4 52 1 43.0 68.0 0.743
156 iANN HUM GENET YK = il 6 1.5 Q4 26 11 47.1 93.6 0.292
157 ] TRANSL GENET GENOM e iR 4 1.5 Q4 17 11 44.1 94.1 —
158 {AM J MED GENET B K EiE 8 14 | Q4 35 10 56.8 98.2 0.163
159 {GENE EXPR PATTERNS iz BEiE 4 14 1 Q4 15 1 46.1 4.0 0.385
160 {THEOR POPUL BIOL EXE YeiE 6 14 1 Q4 36 0 53.3 0.0 0.011
161 iIMOL CYTOGENET gL Yeif 1 14 | Q4 36 3 27.1 61.0 0.357
162 {PSYCHIAT GENET *H HEiE 6 14 | Q4 21 2 36.4 50.0 0.341
163 !GENES CELLS H A YIE 6 1.4 Q4 70 0 39.6 0.0 0.013
164 {MAR GENOM = EiE 6 1.3 Q4 24 0 28.1 0.0 0.755
165 |TWIN RES HUM GENET NN A 6 13 Q4 37 0 422 0.0 0.111
166 {HUM GENOME VAR Y= HEiE 1 13 Q4 28 0 18.3 0.0 —
167 {INT J IMMUNOGENET gL Yeif 6 13 Q4 32 7 46.9 95.3 0.189
168 {EGYPTIAN ] MED HUMAN 3R Hiih 1 1.3 Q4 155 40 45.4 87.0 —
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i 169 INEW GENET SOC L2 HEiE 4 12 1 Q4 6 0 65.0 0.0 0.059 :

170 iGENE REP s 2L YEiE 4 12 1 Q4 273 8 54.1 82.8 —

171 !GENET TEST MOL BIOMA K H HiE L 12 1.2 Q4 38 1 35.7 110.0 0.454
172 IMED GENET-BERLIN i ] fliyE 4 12 1 Q4 38 0 34.9 0.0 —

173 {J NEUROGENET P = HiE 4 1.1 Q4 14 1 46.6 167.0 0.143
174 {HUM HERED 4 i 1 1.1 Q4 8 0 32.0 0.0 0.375
175 {CURR GENET MED REP E3 Yoy 4 1.0 | Q4 15 4 31.9 76.5 —

176 {OPHTHALMIC GENET EH Heif 4 1.0 | Q4 106 13 232 55.5 0.086
177 J GENET E1)ES HiE 1 1.0 Q4 22 2 33.9 47.0 0.271
178 ISILVAE GENET i ] ZiES 1 10 1 Q4 17 0 51.1 0.0 0.054
179 |CONSERV GENET RESOUR iz HiiE 4 1.0 1 Q4 29 1 38.4 16.0 0.177
180 {MITOCHONDRIAL DNA A gL HeiE 8 10 I Q4 15 0 457 0.0 0.314
181 {BALK J MED GENET bR s 2 1.0 | Q4 14 0 27.6 0.0 0.061
182 {COMP CYTOGENET w2 Hih 2 09 | Q4 17 0 31.9 0.0 0.147
183 !GENES GENET SYST HAs HEiE 6 09 i Q4 23 1 472 80.0 0.143
184 {HUM GENE = i 4 09 1 Q4 139 6 53.8 52.0 —

185 iMOL SYNDROMOL it LI 6 0.8 | Q4 83 2 24.1 46.5 0.038
186 {CYTOL GENET+ EE| JCif 6 0.7 Q4 59 0 57.5 0.0 0.136
187 {MITOCHONDRIAL DNA B Y= HEiE 1 07 | Q4 243 0 28.6 0.0 0.749
188 !CLIN DYSMORPHOL e Hi 4 0.6 | Q4 21 0 15.3 0.0 0.056
189 {RUSS J GENET+ B2 HiE 112 0.5 Q4 181 1 44.1 50.0 0.145
190 {CYTOLOGIA H A ZIiEZD 4 0.5 Q4 37 1 36.0 65.0 0.143
191 !GENET MOL RES o] EiE 4 04 | Q4 24 1 335 113.0 —

192 {INT J HUM GENET N i 4 <01 Q4 17 1 34.9 66.0 0.786




